, by which cyclic molecules were expected to yield resistant dextrins.10) As a control experiment, the labeled amylose used for SBE reaction was similarly treated. The molar and weight percentages of the dextrin were calculated as peak areas, taking all the fluorescence peaks shown in the figure or the RI peaks for glucose and larger molecules as 100%, respectively. The molar percentage of the dextrins essentially was unchanged between the substrate and the product while the weight percentage slightly increased (2.5%). The result might indicate that the weight increase of 2.5% was caused by the formation of cyclic molecules due to the SBE reaction. In the preceding result shown in Fig. 1 , the chains forming a cyclic structure would be in distinguishable from the unit chains. However, the num ber of such cyclic chains was expected to be significantly lower than that of the unit chains and, therefore , the effect from the cyclic chains in the analysis was considered to be negligible. Table 1 . Number-average chain-length (CL") of potato SBE prod ucts at different incubation times.
Reducing residues were determined after debranching of the product by isoamylase. Solid line, molar basis; dash, weight basis; G,, glucose; G2, la beled maltose. Solid line, SBE product; dash, amylose. Other symbols are as shown in Fig. 1 . DP plots (filled circles) shown are those for the SBE product. Detector response Fig. 5 . Molar-based DP distribution of C chains of potato SBE product.
SBE product from labeled amylose was debranched with isoamy lase and then analyzed by HPSEC. Solid line, C chains; dash, SBE product (for reference). DP in the C chain distribution was determined using the DP plot shown in Fig. 1B . 
